Loz IAC H P2RX5 is a human B-cell marker and a multi-
lineage immunotherapy target for lymphoid
and plasma cell malighancies

Zhiwei Ang 1, Annette Castro !, Luca Paruzzo 2, Carolin Schimdt 1, Zainul S. Hasanali 2, Katharina Hayer ', Federico Stella 2, Samantha Soldan 2, Manuel Torres-Diz 1,
Christopher Kwok 2, Patricia King Sainos 2, Kayla Ji 2, Patrick Krohl 3, Justyn Fine 3, Priyanka Sehgal ', Dan Martinez 2, Anupma Nayak 2, Jamie B. Spangler 3, James L Riley 2,
Dan T. Vogl 2; Patrizia Porazzi 2, Paul M. Lieberman 2, David Allman 2, Marco Ruella 2, Andrei Thomas-Tikhonenko "2,

1. Children’s Hospital of Philadelphia, Philadelphia, PA; 2. University of Pennsylvania, Philadelphia, PA; 3. Johns Hopkins University, Baltimore, MD.

Many successful therapies for the treatment of B-cell neoplasms target B-cell lineage-restricted markers such as CD19 and BCMA. Nevertheless,
relapse due to antigen escape and on-target-off-tumor toxicities still occur, highlighting the need for novel targets. Here, we identify purinergic receptor
5 (P2RX5), an ATP-gated ion channel, as a B-cell marker and a immunotherapy target for lymphoid and plasma cell malignancies

5. The custom mAbs, 1D9 and 2F4, detect P2RX5-FL in B-cells, ALL, NHL and myelomas.
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